ID AAY84609 standard; protein; 230 AA. 

DT 25-JUL-2000 {first entry) 

XX ' 

DE A human membrane associated organizational protein /hjNCT) . J 

XX ' 

KW Human; membrane associated organizational protein; HJNCT; 

KW cell proliferative disorder; cancer; autoimmune disorder; 

KW inflammatory disorder; neurological disorder; developmental disorder; 

KW vesicle trafficking; reproductive disorder; gastrointestinal disorder; 

KW renal disorder; atherosclerosis; leukaemia; rheumatoid arthritis; 

KW Alzheimer's disease; anxiety; diabetes; ovulatory defect; renal failure; 

KW irritable bowel syndrome; allergy. 

XX 

OS Homo sapiens . 
XX 

FH Key Location/Qualifiers 

FT Modified-site 29 

FT /note= "potential phosphorylation site" 

FT Modified-site 62 

FT /note= "potential phosphorylation site" 

FT Domain 117. .138 

FT /note= "transmembrane domain" 

FT Modified-site 155 

FT /note= "potential phosphorylation site" 

FT Domain 164. .182 

FT /note= "transmembrane domain" 

FT Modified-site 187 

FT /note= "potential phosphorylation site" 

FT Modified-site 190 

FT /note= "potential glycosylation site" 

FT Modified-site 208 

FT /note= "potential phosphorylation site" 

FT Modified-site 224 

FT /note= "potential phosphorylation site" 
XX 

PN WO200018915-A2. 
XX 

PD 06-APR-2000. 

XX 

PF 23-SEP-1999; 99WO-US022082 . 
XX 

PR 25-SEP-1998; 98US-0155215P . 

PR 13-OCT-1998; 98US-0155251P . 

PR 04-MAY-1999; 99US-0172228P . 
XX 

PA (INCY-) INCYTE PHARM INC. 
XX 

PI Yue H, Lai P, Corley NC, Guegler KJ, Baughn MR, Lu AD, Tang YT; 

XX 

DR WPI; 2000-293154/25. 

DR N-PSDB; AAA12585. 

XX 

PT Human membrane associated organizational protein and nucleic acid 

PT sequences useful in the diagnosis, treatment and prevention of cell 

PT proliferative associated disorders e.g. cancer, rheumatoid arthritis and 

PT Alzheimer's disease. 

XX 



PS Claim 1; Page 16-11 ; 84pp; English. 
XX 

CC The present sequence represents a membrane associated organizational 

CC protein (HJNCT) . HJNCT is used for the diagnosis, treatment and 

CC prevention of cell proliferative disorders including cancer and 

CC autoimmune/ inflammatory, neurological, developmental, vesicle 

CC trafficking, reproductive, gastrointestinal and renal disorders. These 

CC disorders may include atherosclerosis, leukaemia, allergies, rheumatoid 

CC arthritis, Alzheimer's disease, anxiety, diabetes, ovulatory defects, 

CC renal failure and irritable bowel syndrome. A vector expressing HJNCT, 

CC and an agonist of HJNCT can be used to treat or prevent a disorder 

CC associated with decreased expression or activity of HJNCT. An antagonist 

CC of HJNCT or a vector expressing the complement of a polynucleotide 

CC encoding HJNCT can be used to treat or prevent a disorder associated with 

CC increased expression or activity of HJNCT. Antibodies which bind HJNCT 

CC can be used for diagnosis of disorders associated with HJNCT expression 

CC or to monitor patients being treated with HJNCT, agonists, antagonists or 

CC inhibitors of HJNCT. Assays are preferably carried out on body fluids 

CC from a patient using radioimmunoassay, enzyme linked immunosorbent assays 

CC or fluorescent activated cell sorting assays. Polynucleotides encoding 

CC HJNCT are also used in hybridisation assays to determine absence, 

CC presence or excess expression of HJNCT and to monitor regulation of HJNCT 

CC levels during disease therapy 

XX 

SQ Sequence 230 AA; 

Query Match 100.0%; Score 1174; DB 3; Length 230; 

Best Local Similarity 100.0%; Pred. No. 7.3e-117; 

Matches 230; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 MASLGLQLVGYILGLLGLLGTLVAMLLPSWKTSSYVGASIVTAVGFSKGLWMECATHSTG 60 

IIIIIIMIIilllllllllllllMIIIIIIIMIIIIMIMIIIIIIIIIIIIIIII 

Db 1 MASLGLQLVGYILGLLGLLGTLVAMLLPSWKTSSYVGASIVTAVGFSKGLWMECATHSTG 60 

Qy 61 ITQCDIYSTLLGLPADIQAAQAMMVTSSAISSLACIISWGMRCTVFCQESRAKDRVAVA 120 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIII 

Db 61 ITQCDIYSTLLGLPADIQAAQAMMVTSSAISSLACIISWGMRCTVFCQESRAKDRVAVA 120 

Qy 121 GGVFFILGGLLGFIPVAWNLHGILRDFYSPLVPDSMKFEIGEALYLGIISSLFSLIAGII 180 

IIIIMIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIII 
Db 121 GGVFFILGGLLGFIPVAWNLHGILRDFYSPLVPDSMKFEIGEALYLGIISSLFSLIAGII 180 

Qy 181 LCFSCSSQRNRSNYYDAYQAQPLATRSSPRPGQPPKVKSEFNSYSLTGYV 230 

IIIIIIIIIIIMMMIIIIIIIMIIIIIIIIMIIIMIIIIIIIII 

Db 181 LCFSCSSQRNRSNYYDAYQAQPLATRSSPRPGQPPKVKSEFNSYSLTGYV 230 



AF177340 



1839 GGACiU^GAAGGCAGCCTGGGACATTTAAAAAAA 



>10 P_AAA12585 cDNA encoding a membrane associated organizational protein 

(HJNCT) . (2742 bp) [1 seg] 
Score » 1472 (2918 bits). Expect s o.O 
Identities » 1472/1472 (100%), at 4,1-1475,1472, Strand 



6S.DNA64886 



P AAA12585 



4 AGAAGTCAGCCTGGCAGAGACSACTCTGAAATGAGGGATTAGAGGTGTTCAAGGAGC^ 
1 AGAAGTCAGCCTGGCAGAGAGACTCTGAAATGA6GGATTAGAGGTGTTCAAGGAGCAAGA 



SS.DNA64886 ' 64 GCTTCAGCCTGAA6ACAAGGGAGCAGTCCCTGAA6ACGCTTCTACTGAGAGGTCTGCCAT 
P AAA12585 61 GCTTCAGCCTGAAGACAAGGGAGCAGTCCCTGAAGACGCTTCTACTGAGAGGTCTGCCA^ 



SS.DNA64886 124 GGCCTCTCTTGGCCTCCAACTTGTGGGCTACATCCTAGGCCTTCTGGGGCT^^ 

P_AAA12 58 5 121 GGCCTCTCTTGGCCTCCMVCTTGTGGGCTACATCCTAGGCCTTCTGGGGCTTTTGGGCAC 

SS.DNA64886 184 ACTGGTTGCCATGCTGCTCCCCAGCTGGAAAACAAGTTCTTATGTCGGTGCOIGCATTGT 

P_AAA12585 181 ACTGGTTGCCATGCTGCTCCCCAGCTGGAAAACAAGTTCTTATGTCQGTGCCAGCAT^ 

S8.DNA64886 244 GACAGCAGTTGGCTTCTCCAAGGGCCTCTGGATGGAATGTGCCAC^ 

********************************* *«*«#«>«*4r*#«**i^«**^«« 

P_AAA12585 241 GACAGCAGTTGGCTTCTCCAAGGGCCTCTGGATGGAATGTGCCACACACAGCACAGGCAT 

SS .DNA64886 304 CACCCAGTGTGACATCTATAGCACCCTTCTGGGCCTGCCCGCTGACATCCAGGCTGCCCA 

P_AAA12585 301 CACCCAGTGTGACATCTATAGCACCCTTCTGGGCCTGCCCGCTGACATCCAGGCTGCCCA 

SS.DKA64886 364 GGCCATGATGGTGACATCCAGTGCAATCTCCTCCCTGGCCTGCATTATCTCTGTGGTGG6 

♦**♦*♦♦♦**♦♦***♦*♦♦♦**★♦**♦**♦♦*****★*****♦♦♦***♦*♦♦♦♦♦★♦*♦* 

P_AAA1 2585 361 6GCCATGATGGTGACATCCAGTGCAATCTCCTCCCTGGCCTGCATTATCTCTGTGGTGGG 

SS.DNA64886 424 CATGAGATGCACAGTCTTCTGCCAGGAATCCCGAGCCTVAAGACAGAGTGGCGGTAGCyVM 

P_AAA12585 421 CATGAGATGCACAGTCTTCTGCCAGGAATCCCGAGCCAAAGACAGAGTGGCGGTAGCAGG 

SS.DNA64886 484 TGGAGTCTTTTTCATCCTTGGAGGCCTCCTGGGATTCATTCCTGTTGCCTGGAATCTTCA 

******************************* 1^* *********** 

P_AAA12585 481 TGGAGTCTTTTTCATCCTTGGAGGCCTCCTGGGATTCATTCCTGTTGCCTGGAATCTTCA 

SS . DNA6 4886 544 TGGGATCCTACGGGACTTCTACTCACCACTGGTGCCTGACAGCATGAAATTTGAGATTGG 

P_AAA12585 541 TGGGATCCTACGGGACTTCTACTCACaVCTGGTGCCTGACAGCATGAAATTTGAGATTGG 

SS.DNA64886 604 AGAGGCTCTTTACTTGGGCATTATTTCTTCCCTGTTCTCCCTGATAGCTGGAATCATCCT 

P_AAA12585 601 AGAGGCTCTTTACTTGGGCATTATTTCTTCCCTGTTCTCCCTGAT^ 

SS . DNA64886 664 CTGCTTTTCCTGCTCATCCCAGAGAAATCGCTCO^CTACTACGATGCCTACCAAGCCCA 

P_AAA1 2585 661 CTGCTTTTCCTGCTCATCCCAGAGAAATCGCTCCAACTACTACGATGCCTACCAAGCCCA 



SS.DNA64886 724 ACCTCTTGCCAaUVGGAGCTCTCCAAGGCCTGGTCAACCTCCCAAAGTCAAGAGTGAGTT 



P_AAA12585 721 ACCTCTTGCOlCAAGGAGCTCTCCAAGCKrCTGGTCAACCTCCaUUlGTC^ 

SS.DHA64886 784 CAATTCCTACAGCCTGACAGGGTATGTGTGAAGAACCAGGGGCCAGAGCT^ 

******** ************************************** 

P_AAA125B5 781 CJU^TTCCTACAGCCTGACAGGGTATGTGTGAAGAACCAGGGGCCAGAGCT^^ 

S S . DNA6 4886 844 TGGGT(nK3TGAAAAACAGTGGACAGCACCC(XtAGGGCCACAGGTGAGGG^ 

************************************************************ 

P_AAA12585 841 TGGGTCTGTGAAAAACAGTGGACAGCACCCCGAGGGCCACAGGTGAGGGACACTACC^ 

SS.DNA64886 904 GGATCGTGTCAGAAGGTGCTGCTGAGGATAGACTGACTTTGGCCATTG^ 

************************************************************ 

P_AAA1258S 901 GGATCGTGTCAGAAGGTGCtGCTGAGGATAGACTGACTTTGGCCAT^^ 

SS.DNA64886 964 GCAGAAATGGGGGCTAGTGTAACAGCATGCJIGGTTGAAT^ 

************************************************************ 

P_AAA12585 961 GCAGAAATGGGGGCTAGTGTAACAGCATGCAGGTTGAATTGCCAAGGATGCTCGCCATGC 

SS.DNA64886 1024 CAGCCTTTCrGTTTTCCTa^CCTTGCTGCTCCCCTGCCCTAAGTCCCCAACCCTC^ 

************************************************************ 

P_AAA12585 1021 GAGCCTTTCTGTTTTCCTCACCTTGCTGCTCCCCTGCCCTAAGTCCCO^ 

SS.DNA64886 1084 GAAACCCCATTCCCTTAAGCCAGGACTCAGAGGATCCCITrGCCCTCTGGl^ 

************************************************************ 

P_AAA1 2585 1081 GAAACCCCATTCCCTTAAGCCAGGACTCAGAGGATCCCTTTGCCCTCTGGTTTACCTGGG 

SS.DNA64886 1144 ACTCCATCCCCAAACCCACTAATCACATCCCACTGACTGACCCTCTGTGATCAAAGACCC 

********************************************#*************** 

P_AAA12585 1141 ACTCOITCCCCAAACCCACTAATCACATCCCACTGACTGACCCTCTGTGATCAAA^^ 

SS.DNA64886 1204 TCTCTCTGGCTGAGGTTGGCTCTTAGCTCJlTTGCr^^ 

************************************************************ 

P_AAA12585 1201 TCTCTCTGGCTGAGGTTGGCTCTTAGCTCATTGCTGGGGATGGGAAGGAGAAGCAGTGGC 

SS.DNA64886 1264 TTTTGTGGGCArrGCTCTAACCTACTTCTCAAGCTTCCCTCCAAAGAAACTGAT^ 

************************************************************ 

P_AAA12585 1261 TTTTGTGGGCATTGCTCTAACCTACTTCTCAAGCTTCCCTCCAAAGAAACTGATTGGCCC 

SS.DNA64886 1324 TGGAACCTCOVTCCCyVCTCTTGTTATGACTCCACAGTGTCCAGACTAATTTGTGCATGAA 

************************************************************ 

P_AAA12585 1321 TGGAACCTCCy^TCCOVCTCriTGTTATGACTCCACyiGTGTCCAGACTAA^^ 

8S.DNA648e6 1384 CTGAAATAAAACCATCCTACGGTATCCAGGGAACAGAAAGCAGGATGCAGGATGGG^ 

************************************************************ 

P_AAA12585 1381 CTGAAATAAAACCATCCTACGGTATCCAGGGAACAGAAAGCAGGATGCAGGATGGGAGGA 

SS.DNA64886 1444 CAGGAAGGCAGCCTGGGACATTTAAAAAAATA 

******************************** 

P_AAA12S85 1441 CAGGAAGGCAGCCTGGGACATTTAAAAAAATA 

>11 P_AAF93769 Human cDNA encoding a membrane or secretory protein clone 
PSEC0059. (2863 bp) [1 seg] 
Score = 1464 (2902 bits), Expect - 0.0 

Identities = 1470/1472 (99%), at 1,110-1472,1581, Strand +/+ 
5S.DNA64686 1 GAGAGAAGTCAGCCTGGCAGAGAGACTCTGAAATGAGGGATTAGAGGTGTTCAAGGAGCA 



ID AAY36181 standard; protein; 230 AA. 

DT 23-SEP-1999 {first entry) 

XX 

DE Human secreted protein #53 . 

KW Secreted protein; human; cytostatic; thrombotic; osteopathic; forensic; 

KW diagnostic; gene therapy; chromosome mapping; secretion vector. 

*-J^^PN W09925825-A2, 

^^PD 27-MAY-1999. 

PF 13-NOV-1998; 98WO-IB001862 . 
XX 

PR 13-NOV-1997; 97US-0066677P . 

PR 17-DEC-1997; 97US-0069957P . 

PR 09-FEB-1998; 98US-0074121P , 

PR 13-APR-1998; 98US-008 1563P . 

PR lO-AUG-1998; 98US-0096116P . 

PR 04-SEP-1998; 98US-0099273P . 
XX 

PA (GEST ) GENSET. 
XX 

PI Bougueleret L, Duclert A, Dumas Milne Edwards J; 
XX 

DR WPI; 1999-347472/29. 

^DR N-PSDB; AAX97865. 

^ XX 

PT Extended cDNAs encoding secreted proteins. 

XX 

PS Claim 7; Page 289; 307pp; English. 
XX 

CC AAY36129-Y36222 represent novel human secreted proteins encoded by the 

CC extended cDNA sequences represented in AAX97813-X97906 . The proteins of 

CC the invention have cytostatic, thrombotic and osteopathic activity. The 

CC extended cDNAs can be used to express secreted proteins or parts of them 

CC or to obtain antibodies capable of binding to the secreted proteins. They 

CC may also be used in diagnostic, forensic, gene therapy and chromosome 

CC mapping procedures. Uses also include design of expression vectors and 

CC secretion vectors 
XX 

SQ Sequence 230 AA; 

Query Match 100.0%; Score 1174; DB 2; Length 230; 
Best Local Similarity 100.0%; Pred. No. 7.3e-117; 

Matches 230; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 MASLGLQLVGYILGLLGLLGTLVAMLLPSWKTSSYVGASIVTAVGFSKGLWMECATHSTG 60 

IIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIMIIIIMIIIIIIIIIIIIIIIIIII 

Db 1 MASLGLQLVGYILGLLGLLGTLVAMLLPSWKTSSYVGASIVTAVGFSKGLWMECATHSTG 60 

Qy 61 I TQCDI YSTLLGLPADI QAAQAMMVTSSAI SSLACI I SWGMRCTVFCQESRAKDRVAVA 120 

IIIIIIIIIMMIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIMIIMIIIII 

Db 61 I TQCDI YSTLLGLPADI QAAQAMMVTSSAI SSLACI I SWGMRCTVFCQESRAKDRVAVA 120 

Qy 121 GGVFFILGGLLGFIPVAWNLHGILRDFYSPLVPDSMKFEIGEALYLGIISSLFSLIAGII 180 

IIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 121 GGVFFILGGLLGFIPVAWNLHGILRDFYSPLVPDSMKFEIGEALYLGIISSLFSLIAGII 180 

Qy 181 LCFSCSSQRNRSNYYDAYQAQPLATRSSPRPGQPPKVKSEFNSYSLTGYV 230 



181 LCFSCSSQRNRSNYYDAYQAQPLATRSSPRPGQPPKVKSEFNSYSLTGYV 230 



ss.DNA6j4fi86 



AX2868i2 



CCACl'ACCAC: 



842 TGA( 



;ataga< 



******* *M****i 

TTGAGCAAAG 



_TAACAG CATGCA( 



tttgaattg 
;aattg 



!CAAG GATGCTCGCCATj5CCA GCC 



ETTCTGTTTTCCTCACCTTGCTGC 



962 CCAAGGATGCTCGO 



CCAGCC rTTCTGTTTTCCTCA( 



L6488I 



AX286822 
ss.DkA6j 



tCCC TGCCCTA 



GTCCCCAACCCTCAACTTGAAAC ZCCATTCCCTTAAGCCAGGAC'nCAGAGG; .TCCC 



JCC 



-kltit-klUfk 



CCCC TGCCCTA 



*CCCTTT 



i > * <l i i i ■! t * ■ ■ WH t A A * i t i I i I t I ii I I I I I I I 

GCCCTCTGGTTTflCCTGGGACTCCATCCCCAAACCCACTAATC 



1185 CffTGTGTeATi 



lTCCCAC 'GACTGAJ 
C^ 'GACTGAC 



LGCTCATTGC TGGGGi 



ML2dsp2' 1VA2 CCTCTGTGAT( 



iGACCCTCTCT< TGGCTGAGGTTGGCTCT 

jfr* ************** *********«f**ir****** 

iGACCCTCTCTOTGGCTQAGGXrGGCTC'irrAGCTCATTGCC 



SS.DNA64886 
AX2I6822 



5eS 



**** 

GGGAAGGAGi 



iGCAGTGGCTTTTGTi 



fCATTGCTCTAACi 



SS.PNA64886 1305\ 



:ACTTCTCAAG<tTTC 

:tcaag$ 



IGACTCCACAG 



'GATTGGCCCTGGAACdTCCATCC 
1682 ^^'^—i^g-^jr'AAAflAAar/TnivTTffrirrrTf^aiirqrrraT^^ 



*CCAGGGAAi 

* « * ♦ *VVlsdL* * 4 



GTCC 
TGTCC 



AX286822 



ss 



AX 



DNA6485g 1425 A( 



kGGACAGGAAGGQAGCC 



lCATTTAAAAAAATA 



**** Id** ******* ****** 



iGC 

^*****'k 

lGAAAGC 



86822 



1382 AGGATGdAGGATC 



TTTAAAAAAATA 
#53. CDNA, PAT 23-SEP-1999 



>18 P_AAX97865 Human secreted protein encoding 
(1400 bp) [1 seg] 

Score 1381 (2738 bits). Expect = 0.0 

Identities 1387/1389 (99%), at 87,1-1475,1389, Strand +/+ 
ss . DNA64 8 86 87 CAGTCCCTGAAGACGCTTCTACTGAGAGGTCTGCCATGGCCTCTCTTGGCCTCCAACTTG 

***************************************1,********i,irit********* 



P AAX97865 



1 CAGTCCCTGAAGACGCTTCTACTGAGAGGTCTGCCATGGCCTCTCTTGGCCTCCAACTTG 



SS.DNA64886 147 TGGGCTACATCCTAGGCCTTCTGGGGCTTTTGGGCACACTGGTTGCCATGCTGCTCCCCA 

*************************************************** ********it 

P_AAX97865 61 TGGGCTACATCCTAGGCCTTCTGGGGCTTTTGGGCACACTGGTTGCCATGCTGCTCCCCA 

ss . DNA64 886 207 GCTGGAAAACAAGTTCTTATGTCGGTGCCAGCATTGTGACAGCAGTTGGCTTCTCCAAGG 

************************** *******************************i,it^ 

P_AAX97865 121 GCTGGAAAACAAGTTCTTATGTCGGTGCCAGCATTGTGACAGCAGTTGGCTTCTCCAAC^G 



SS.DNA64886 267 GCCTCTGGATGGAATGTGCCACACACMjCACAGGCATCACCCAGTGTGA^ 
P AAX97e65 181 GCCTCntSGATGGAATGTGCaiCACACAGCACAGGaVTCACCCAGTGT^ 



SS.DNA64886 

P_AAX97865 

SS.DNA64886 

P_AAX97865 

SS.DNA64886 

P_AAX97865 

SS.DNA64886 

P_AAX97865 

SS.DNA64B86 

P_AAX97865 

SS.DNA64886 

P_AAX97865 

S8.DNA64886 

P_AAX97865 

SS.DNA64886 

P_AAX97865 

SS.DNA64886 

P_AAX97865 

SS.ONA64886 

P_AAX97865 

SS.DNA64886 

P_AAX97865 

88.DNA648B6 

P AAX97865 



327 CCCTTCnX^GGCCTGCCCGCTGACATCCAGGCTGCCCAGGCCATGA^ 

241 CCCTTCTGGGCCTGCCCGCTGACATCCAGGCTGCCCAGGCCATGATGGTGACATCCAGTG 

387 CAATCTCCTCCCTGGCCTGCATTATCTCTGTGGTGGGaVTGAGATGCACAGTC 

301 CAATCTCCTCCCTGGCCTGCATTATCrCTGTGGTGGGCATGAGATGCAC^ 

447 AGGAATCCCGAGCCiJU^GACAGAGTGGCGGTAGCAGGTGGAGTCTTTTTCATC 

361 AGGAATCCCGAGCCAAAGAOlGAGTGGCGGTAGCAGGTGGAGTCTTTTTaiTCCT^ 

507 GCCTCCTGGGATTCATTCCTGTTGCCTGGAATCTTCATGGGATCCTACGGGACTTCTACT 

421 GCCrCCTGGGATTCATTCCTGTTGCCTGGAATCTTCATGGGATCCrACGGGACTTCTACT 

567 CACCACn^TGCCIXSACAGCATGAAATTTGAGATTGGAGAGG 

481 CACCACTGGTGCCTGACAGCATGAAATTTGAGATTGGAGAGGCTCTTTACT^^ 

627 TTTCTTCCCTGTTCTCCCTGATAGCTGGAATCATCCTCTGCTTTTCCTGCTCATCCCAGA 

54 1 TTTCTTCCCTGTTCrCCCTGATAGCTGGAATCATCCTCTGCTTTTCCTGCTCATCCCAGA 

687 GAAATCGCTCCAACTACTACGATGCCTACCAAGCCCAACCTCTTGCCACAAGGAGCTCTC 
4^* *********************************************** ******* 

601 GAAATCGCTCGAACTACTACGATGCCTACCAAGCCCAACCTCTT^ 

747 CAAGGCCTGGTCAACCTCCCAAAGTCAAGAGTGAGTTCAATTCCTA 

661 CAAGGCCTGGTCAACCTCCCAAAGTCyUVGAGTGAGTTCAATTCCTACAGCCT^ 

807 ATGTGTGAAGAACCAGGGGCCAGAGCTGGGGGGTGGCTGGGTCTGTGAAAAACAGTGGAC 

721 ATGTGTGAAGAACCAGGGGCCAGAGCTGGGGGGTGGCTGG6TCTGTGAAAAACAGTGGAC 

867 AGCACCCCGAGGGCCACAGGTGAGGGACACTACCACTGGATCGTGTCAGAAGGTGCTGCT 
************************************************************ 

781 AGCACCCCGAGGGCCACAGGTGAGGGACACTACCACTGGATCGTGTCAGAAGGTGCTGCT 
927 GAGGATAGACTGACTTTGGCCATTGGATTGAGCAAAGGCAGAAATGGGGGCTAGTGTAAC 
841 GAGGGTAGACTGACTTTGGCCATTGGATT6AGCAAAGGCAGAAATGGGGGCTAGTGTAAC 
987 AGOITGWGGTTGAATTGCCAAGGATGCTCGCCATGCCAGCCTTTCTGTT^ 
901 AGaiTG»GGTTGAATTGCCAAGGATGCrCGCaiTGCCAGCC^ 



s s . DNA6 4886 1047 TGCTGCTCCCCTGCCCTAAGTCCCCAACCCTCAACTTGAAACCCCATTCCCTTAAGCCAG 
P AAX97865 961 TGCTGCTCCCCTGCCCTAAGTCCCCAACCCTCAACTTGAAACCCCATTCCCTTAAGCCAG 



SS.DNA64886 1X07 GACTC^lGAGGATCCCTTTGCCCTCKKSTTTACCreGGA 

*************************** *«^***«^**«*«**************«***#«** 

P_AAX97e65 1021 GACTCyiGAGGATCCCTTTGCCCTCTGGTTTACCrGGGACTCCATCC^ 

S8.DNA64886 1167 CAOlTCCCACTGACrcACCCTCTGTGATCAAAGACCC^ 

P AAX97865 1081 CACATCCCACTGACTGACCCTCTGTGATCAAAGACCCTCCCrCTGGCTGAG^ 

SS.DNA64886 1227 TAGCTCATTGCTGGGGATGGGAAGGAGAAGCAGTGGCTTTTGTGGGCyVTTGCTCT 

P_AAX97865 1141 TAGCTO^TTGCTGGGGATGGGAAGGAGAAGCAGTGGCTTTTGTGGGCATTGCTCTA^ 

SS.DNA64886 1287 ACTTCTCAAGCTTCCCTCCa^GAAACTGATTGGCCCTGGAACCTCCATCCCA 

*«-•** ********************* 

P_AAX97865 1201 ACTTCTCAAGCTTCCCTCCAAAGAAACTGATTGGCCCTGGAACCTCCyVTC^ 

SS.DNA64886 1347 TATGACTCCACAGTGTCCAGACTAATTTGTGCATGAACTGAAATAAAACCATCCTACGGT 

P_AAX97865 1261 TATGACrCCAO^TGTCOlGACTAATTTGTGCyVTGAACTGAAATAAAACCATCCTACGGT 

SS.ONA64886 1407 ATCCAGGGAACAGAAAGCAGGATGCAGGATGGGAGGACAGGAAGGCAGCCTGGGACAT^ 

***************************************** 

P_AAX97865 1321 ATCCAGGGAACAGAAAGCT^GGATGCAGGATGGGAGGACAGGAAGGCAGCCTGGGACAT^ 
SS.DNA64886 1467 AAAAAAATA 



P AAX97865 1381 AAAAAAATA 




\akXf\: S5Du^ ^^e ^CW?ft(^lScr V V^oruse eta). 

ID CLD2_M0USE STANDARD; PRT; 230 AA. 

AC 088552; 

DT 30-MAY-2000 {Rel. 39, Created) 

DT 30-MAY-2000 (Rel. 39, Last sequence update) 

DT 30-MAY-2000 (Rel. 39, Last annotation update) 

DE Claudin-2. 

GN CLDN2 . 

OS Mus mus cuius (Mouse) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 

OC Mammalia; Eutheria; Rodentia; Sciurognathi; Muridae; Murinae; Mus. 

OX NCB I_TaxI D= 1 0 0 9 0 ; 

RN [1] 

RP SEQUENCE FROM N.A. 

RX MEDLINE=98311639; PubMed=9647647 ; 

RA Furuse M., Fujita K. , Hiiragi T., Fujiraoto K. , Tsukita S.; 

RT "Claudin-1 and -2: novel integral membrane proteins localizing at 

RT tight junctions with no sequence similarity to occludin."; 

RL J. Cell Biol. 141:1539-1550(1998). 

CC -!- FUNCTION: Component of tight junction (TJ) strands. 

CC -1- SUBCELLULAR LOCATION: Integral membrane protein. 

CC -!- SIMILARITY: Belongs to the claudin family. 

CC 

CC This SWISS-PROT entry is copyright. It is produced through a collaboration 

CC between the Swiss Institute of Bioinformatics and the EMBL outstation - 

CC the European Bioinformatics Institute. There are no restrictions on its 

CC use by non-profit institutions as long as its content is in no way 

CC modified and this statement is not removed. Usage by and for commercial 

CC entities requires a license agreement (See http://www.isb-sib.ch/announce/ 

CC or send an email to license@isb-sib.ch) . 

CC 

DR EMBL; AF072128; AAC27079.1; -. 

DR MGD; MGI: 1276110; Cldn2 . 

DR InterPro; IPR006187; Claudin. 

DR InterPro; IPR005411; Claudin2 . 

DR InterPro; IPR006188; Claudin__reg. 

DR InterPro; I PRO 04 031; PMP22_Claudin . 

DR Pfam; PF00822; PMP22_Claudin; 1. 

DR PRINTS; PR01077; CLAUDIN. 

DR PRINTS; PR0158 9; CLAUDIN2 . 

DR PROSITE; PS01346; CLAUDIN; 1. 

KW Tight junction; Transmembrane. 
FT 
FT 
FT 
FT 
SQ 



TRANSMEM 


8 


28 


POTENTIAL . 


TRANSMEM 


82 


102 


POTENTIAL. 


TRANSMEM 


117 


137 


POTENTIAL. 


TRANSMEM 


163 


183 


POTENTIAL. 


SEQUENCE 


230 AA; 


24483 


MW; 38A7C074A1E0D5D2 



Query Match 93.4%; Score 1096; DB 1; Length 230; 

Best Local Similarity 91.3%; Pred. No. 1.4e-85; 

Matches 210; Conservative 11; Mismatches 9; Indels 0; Gaps 0; 

Qy 1 MASLGLQLVGYILGLLGLLGTLVAMLLPSWKTSSYVGASIVTAVGFSKGLWMECATHSTG 60 

llllhlllllllllllllll :||ll|:hllllllllMMIIIIIIIIIIIIIIIII 
Db 1 MASLGVQLVGYILGLLGLLGTSIAMLLPNWRTSSYVGASIVTAVGFSKGLWMECATHSTG 60 

Qy 61 ITQCDIYSTLLGLPADIQAAQAMMVTSSAISSLACIISWGMRCTVFCQESRAKDRVAVA 120 

llllllllllllllllllllllllllllhlMlllllllllllllllhllllllMI 



Db 61 ITQCDIYSTLLGLPADIQAAQAMMWSSAMSSIACIISWGMRCTVFCQDSRAKDRVAW 120 

Qy 121 GGVFFILGGLLGFIPVAWNLHGILRDFYSPLVPDSMKFEIGEALYLGIISSLFSLIAGII 180 

llllllllhlllllllllllllllllllllllllllllllilllllllhlllhlhl 

Db 121 GGVFFILGGILGFIPVAWNLHGILRDFYSPLVPDSMKFEIGEALYLGIISALFSLVAGVI 180 

Qy 181 LCFSCSSQRNRSNYYDAYQAQPLATRSSPRPGQPPKVKSEFNSYSLTGYV 230 

mill I ihiiii iiiiiiiiiiiii I II iiiiiiiiiiiii 

Db 181 LCFSCSPQGNRTNYYDGYQAQPLATRSSPRSAQQPKAKSEFNSYSLTGYV 230 



